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SEQUENCE LISTING 

<110> Zeon Corp. 

<120> Recombinant Herpes Virus and Use Thereof 
<130> P852 
<160> 27 

<170> Patentln version 3.2 

<210> 1 

<211> 469 

<212> PRT 

<213> Artificial 

<220> 

<223> Infecitous laryngo tracheitis virus and artificial ORF 
<400> 1 

Met Ala Ser Leu Lys Met Leu lie Cys Val Cys Val Ala lie Leu lie 

1 5 10 15 

Pro Ser Thr Leu Ser Gin Asp Ser His Gly lie Ala Gly lie lie Asp 

20 25 30 

Pro Arg Asp Thr Ala Ser Met Asp Val Gly Lys lie Ser Phe Ser Glu 

35 40 ~ 45 

Ala lie Gly Ser Gly Ala Pro Lys Glu Pro Gin lie Arg Asn Arg lie 

50 55 " 60 

Phe Ala Cys Ser Ser Pro Thr Gly Ala Ser Val Ala Arg Leu Ala Gin 
65 70 75 80 

Pro Arg His Cys His Arg His Ala Asp Ser Thr Asn Met Thr Glu Gly 

85 90 95 

He Ala Val Val Phe Lys Gin Asn He Ala Pro Tyr Val Phe Asn Val 

100 105 110 

Thr Leu Tyr Tyr Lys His He Thr Thr Val Thr Thr Trp Ala Leu Phe 

115 120 125 

Ser Arg Pro Gin He Thr Asn Glu Tyr Val Thr Arg Val Pro He Asp 

130 135 ' 140 

Tyr His Glu He Val Arg He Asp Arg Ser Gly Glu Cys Ser Ser Lys 
145 150 ~ 155 160 

Ala Thr Tyr His Lys Asn Phe Met Phe Phe Glu Ala Tyr Asp Asn Asp 

165 170 175 

Glu Arg Glu Lys Lys Leu Pro Leu Val Pro Ser Leu Leu Arg Ser Thr 

180 185 190 

Val Ser Lys Ala Phe His Thr Thr Asn Phe Thr Lys Arg His Gin Thr 

195 200 205 

Leu Gly Tyr Arg Thr Ser Thr Ser Val Asp Cys Val Val Glu Tyr Leu 

210 215 220 

Gin Ala Arg Ser Val Tyr Pro Tyr Asp Tyr Phe Gly Met Ala Thr Gly 
225 230 235 240 

Asp Thr Val Glu He Ser Pro Phe Tyr Thr Lys Asn Thr Thr Gly Pro 

245 250 255 

Arg Arg His Ser Val Tyr Arg Asp Tyr Arg Phe Leu Glu He Ala Asn 

260 265 270 

Tyr Gin Val Arg Asp Leu Glu Thr Gly Gin He Arg Pro Pro Lys Lys 

275 280 285 

Arg Asn Phe Leu Thr Asp Glu Gin Phe Thr He Gly Trp Asp Ala Met 

290 295 300 

Glu Glu Lys Glu Ser Val Cys Thr Leu Ser Lys Trp He Glu Val Pro 
305 310 315 320 

Glu Ala Val Arg Val Ser Tyr Lys Asn Ser Tyr His Phe Ser Leu Lys 

325 330 335 

Asp Met Thr Met Thr Phe Ser Ser Gly Lys Gin Pro Phe Asn He Ser 

340 345 350 

Arg Leu His Leu Ala Glu Cys Val Pro Thr He Ala Ser Glu Ala lie 

355 360 365 

Asp Gly He Phe Ala Arg Lys Tyr Ser Ser Thr His Val Arg Ser Gly 
370 375 380 



Asp lie 


Glu 


Tyr 


Tyr 


Leu 


Gly Ser Gly 


Gly Phe 


Leu 


He 


Ala 


Phe 


Gin 


385 








390 










395 










400 


Lys Leu 


Met 


Ser 


His 


Gly 


Leu 


Ala 


Glu 


Met 


Tyr 


Leu 


Glu 


Glu 


Ala 


Gin 








405 










410 










415 




Arg Gin Asn 


His 


Leu 


Pro 


Arg Gly Arg 


Glu 


Arg 


Arg 


Gin 


Gly 


Asp 


Leu 






420 










425 










430 






Tyr Lys 


Cys 


Gly 


Met 


Ala 


Asp 


Tyr Asp 


His 


Glu 


Gin 


Thr 


Val 


Arg 


Thr 




435 










440 










445 








Glu Gly Pro 


Glu 


Met 


Ser 


Leu Gly Thr 


Val 


Asn 


Arg 


Pro 


He 


Arg 


Pro 


450 










455 










460 










lie Tyr 


Ser 


Ser 


His 
























465 






























<210> 


2 




























<211> ' 


429 




























<212> 


PRT 




























<213> 


Infectious laryngotracheitis 


virus 












<400> 


2 




























Met Ala 


Ser 


Leu 


Lys 


Met 


Leu 


He 


Cys 


Val 


Cys 


Val 


Ala 


He 


Leu 


He 


1 






5 










10 










15 




Pro Ser 


Thr 


Leu 


Ser 


Gin 


Asp 


Ser 


His 


Gly 


He 


Ala 


Gly 


He 


He 


Asp 






20 










25 










30 






Pro Arg 


Asp 


Thr 


Ala 


Ser 


Met 


Asp 


Val 


Gly 


Lys 


He 


Ser 


Phe 


Ser 


Glu 




35 










40 










45 








Ala He 


Gly 


Ser 


Gly 


Ala 


Pro 


Lys 


Glu 


Pro 


Gin 


He 


Arg 


Asn 


Arg 


He 


50 










55 










60 










Phe Ala 


Cys 


Ser 


Ser 


Pro 


Thr 


Gly 


Ala 


Ser 


Val 


Ala 


Arg 


Leu 


Ala 


Gin 


65 








70 










75 










80 


Pro Arg 


His 


Cys 


His 


Arg 


His 


Ala 


Asp 


Ser 


Thr 


Asn 


Met 


Thr 


Glu 


Gly 








85 










90 










95 




He Ala 


Val 


Val 


Phe 


Lys 


Gin 


Asn 


He 


Ala 


Pro 


Tyr 


Val 


Phe 


Asn 


Val 






100 










105 










110 






Thr Leu 


Tyr 


Tyr 


Lys 


His 


He 


Thr 


Thr 


Val 


Thr 


Thr 


Trp 


Ala 


Leu 


Phe 




115 










120 










125 








Ser Arg 


Pro 


Gin 


He 


Thr 


Asn 


Glu 


Tyr 


Val 


Thr 


Arg 


Val 


Pro 


lie 


Asp 


130 










135 










140 










Tyr His 


Glu 


He 


Val 


Arg 


He 


Asp 


Arg 


Ser 


Gly 


Glu 


Cys 


Ser 


Ser 


Lys 


145 








150 










155 










160 


Ala Thr 


Tyr 


His 


Lys 


Asn 


Phe 


Met 


Phe 


Phe 


Glu 


Ala 


Tyr 


Asp 


Asn 


Asp 








165 










170 










175 




Glu Arg 


Glu 


Lys 


Lys 


Leu 


Pro 


Leu 


Val 


Pro 


Ser 


Leu 


Leu 


Arg 


Ser 


Thr 






180 










185 










190 






Val Ser 


Lys 


Ala 


Phe 


His 


Thr 


Thr 


Asn 


Phe 


Thr 


Lys 


Arg 


His 


Gin 


Thr 




195 










200 










205 








Leu Gly 


Tyr 


Arg 


Thr 


Ser 


Thr 


Ser 


Val 


Asp 


Cys 


Val 


Val 


Glu 


Tyr 


Leu 


210 










215 










220 










Gin Ala 


Arg 


Ser 


Val 


Tyr 


Pro 


Tyr 


Asp 


Tyr 


Phe 


Gly 


Met 


Ala 


Thr 


Gly 


225 








230 










235 










240 


Asp Thr 


Val 


Glu 


He 


Ser 


Pro 


Phe 


Tyr 


Thr 


Lys 


Asn 


Thr 


Thr 


Gly 


Pro 








245 










250 










255 




Arg Arg 


His 


Ser 


Val 


Tyr 


Arg 


Asp 


Tyr 


Arg 


Phe 


Leu 


Glu 


He 


Ala 


Asn 






260 










265 










270 






Tyr Gin 


Val 


Arg 


Asp 


Leu 


Glu 


Thr 


Gly 


Gin 


He 


Arg 


Pro 


Pro 


Lys 


Lys 




275 










280 










285 








Arg Asn 


Phe 


Leu 


Thr 


Asp 


Glu 


Gin 


Phe 


Thr 


He 


Gly 


Trp 


Asp 


Ala 


Met 


290 










295 










300 










Glu Glu 


Lys 


Glu 


Ser 


Val 


Cys 


Thr 


Leu 


Ser 


Lys 


Trp 


He 


Glu 


Val 


Pro 


305 








310 










315 










320 


Glu Ala 


Val 


Arg 


Val 


Ser 


Tyr 


Lys 


Asn 


Ser 


Tyr 


His 


Phe 


Ser 


Leu 


Lys 








325 










330 










335 




Asp Met 


Thr 


Met 


Thr 


Phe 


Ser 


Ser 


Gly 


Lys 


Gin 


Pro 


Phe 


Asn 


He 


Ser 






340 










345 










350 







Arg Leu His Leu Ala Glu Cys Val Pro Thr lie 

355 * 360 

Asp Gly lie Phe Ala Arg Lys Tyr Ser Ser Thr 

370 375 
Asp lie Glu Tyr Tyr Leu Gly Ser Gly Gly Phe 
385 ' 390 * * 395 

Lys Leu Met Ser His Gly Leu Ala Glu Met Tyr 

405 410 
Arg Gin Asn His Leu Pro Arg Gly Arg Glu Arg 
420 425 

<210> 3 
<211> 1287 
<212> DNA 

<213> Infectious laryngotracheitis virus 
<400> 3 

atggctagct tgaaaatgct gatctgcgtg tgcgtggcaa 
tctcaagatt cacacggaat tgccggaata atagaccctc 
gttggaaaaa tctctttctc cgaagccatt gggtcggggg 
agaaacagaa tttttgcgtg ctcatctcca actggcgcca 
ccacgacatt gtcaccgaca tgccgattcg actaacatga 
ttcaagcaaa acattgcccc gtacgtcttt aatgtgactc 
acagttacta cgtgggcatt attctcaaga ccccaaataa 
gttccaatag actatcatga aattgtcagg attgatcgat 
gcaacgtatc ataaaaattt catgtttttt gaagcttacg 
aaattgcccc tggttccatc actgttaaga tcaactgtct 
aactttacta agcgacatca aaccctggga taccgaacgt. 
gtggaatatc tacaggctag atctgtatac ccgtatgatt 
gatacagtag aaatttctcc cttttatacc aaaaacacga 
gtctacagag actatagatt tctcgaaatc gcaaattatc 
ggacaaataa gaccccctaa aaaaagaaac tttctaacag 
tgggatgcaa tggaagaaaa ggaatctgta tgtactctca 
gaagcagttc gtgtttcgta caaaaacagt taccactttt 
acgttctcgt ccggaaaaca accttttaac atcagcaggc 
cctaccatag cttcggaggc catagatggc atctttgcca 
gtccgttctg gggacatcga atactatctc ggtagtggcg 
aaactcatga gccatggctt ggctgaaatg tacctagaag 
ctcccgagag ggagagagcg tcgccaa 
<210> 4 
40 
PRT 

Artificial 



Ala Ser Glu Ala lie 
365 

His Val Arg Ser Gly 
380 

Leu lie Ala Phe Gin 
400 

Leu Glu Glu Ala Gin 
415 

Arg Gin 



tcctgatccc 
gtgatacagc 
caccgaaaga 
gtgttgcgag 
ctgaaggaat 
tatactataa 
caaatgagta 
cgggagaatg 
acaatgatga 
ccaaggcgtt 
ctacatcggt 
actttggaat 
ccggaccaag 
aagtcaggga 
atgaacaatt 
gtaaatggat 
cacttaaaga 
ttcatttggc 
gaaagtatag 
gatttctgat 
aggcacaaag 



atctacccta 
cagcatggat 
accccagatt 
gcttgcccag 
tgccgtagtc 
acatataacc 
cgtgaccagg 
ctcatccaaa 
acgagaaaaa 
tcatacaact 
cgactgtgtt 
ggcgacaggt 
gcgtcacagt 
tttggaaacc 
cactataggc 
tgaagtcccg 
tatgactatg 
tgaatgcgtt 
ttcgactcat 
cgcatttcag 
acaaaatcat 



<211> 
<212> 
<213> 
<220> 
<223> 
<400> 



SV4 0 pA signal 
4 

Gly Asp Leu Tyr Lys Cys Gly Met Ala Asp Tyr 

15 10 

Val Arg Thr Glu Gly Pro Glu Met Ser Leu Gly 

20 25 
lie Arg Pro lie Tyr Ser Ser His 
35 40 

5 

120 
DNA 

Artificial 



Asp His Glu Gin Thr 
15 

Thr Val Asn Arg Pro 
30 



<210> 
<211> 
<212> 
<213> 
<220> 
<223> 
<400> 



SV4 0 pA signal 
5 

ggcgacctct acaaatgtgg tatggctgat tatgatcatg 
gggcctgaaa tgagccttgg gactgtgaat cggccaataa 
<210> 6 
<211> 18 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1287 



aacagactgt gaggactgag 
ggcctattta ctcatcgcat 



60 
120 



<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 6 

tgtaaaacga cggccagt 

<210> 7 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 7 

ttcggtaccg gttattatta ttttttgac 

<210> 8 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 8 

gggctgcaga gttattaata gtaatcaatt 

<210> 9 

<211> 27 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 9 

gcactcggat ccattgacat ggctagc 

<210> 10 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 10 

agatgccatc tatggcctcc gaagctatgg 

<210> 11 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 11 

tggctgaatg cgttcctacc atagcttcgg 

<210> 12 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 12 

cgggtacctt attcgtcttc gctttcttc 

<210> 13 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 13 



gccaggcgcg ccatttaccg tcattgacgt 



<210> 


14 


<211> 


30 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


14 


acgtcaatga cggtaaatgg 


<210> 


15 


<211> 


30 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


15 


cgtctagagg atctgacggt 


<210> 


16 


<211> 


30 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


16 


ggctagatct gtatacccgt 


<210> 


17 


<211> 


30 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


17 


cggtacctta ttgtctaaca 


<210> 


18 


<211> 


30 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


18 


cggtacctta atctccacgt 


<210> 


19 


<211> 


30 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


19 


ttacatattt atctccacgt 


<210> 


20 


<211> 


30 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


20 


acgtggagat aaatatgtaa 


<210> 


21 


<211> 


30 


<212> 


DNA 


<213> 


Artificial 



<220> 

<223> Synthetic 
<400> 21 

cggtacctta ttcgtcttcg ctttcttctg 
<210> 22 
<211> 1410 
<212> DNA 

<213> Recombinant herpes virus turkey 
<400> 22 

atggctagct tgaaaatgct gatctgcgtg tgcgtggcaa tcctgatccc atctacccta 
tctcaagatt cacacggaat tgccggaata atagaccctc gtgatacagc cagcatggat 
gttggaaaaa tctctttctc cgaagccatt gggtcggggg caccgaaaga accccagatt 
agaaacagaa tttttgcgtg ctcatctcca actggcgcca gtgttgcgag gcttgcccag 
ccacgacatt gtcaccgaca tgccgattcg actaacatga ctgaaggaat tgccgtagtc 
ttcaagcaaa acattgcccc gtacgtcttt aatgtgactc tatactataa acatataacc 
acagttacta cgtgggcatt attctcaaga ccccaaataa caaatgagta cgtgaccagg 
gttccaatag actatcatga aattgtcagg attgatcgat cgggagaatg ctcatccaaa 
gcaacgtatc ataaaaattt catgtttttt gaagcttacg acaatgatga acgagaaaaa 
aaattgcccc tggttccatc actgttaaga tcaactgtct ccaaggcgtt tcatacaact 
aactttacta agcgacatca aaccctggga taccgaacgt ctacatcggt cgactgtgtt 
gtggaatatc tacaggctag atctgtatac ccgtatgatt actttggaat ggcgacaggt 
gatacagtag aaatttctcc cttttatacc aaaaacacga ccggaccaag gcgtcacagt 
gtctacagag actatagatt tctcgaaatc gcaaattatc aagtcaggga tttggaaacc 
ggacaaataa gaccccctaa aaaaagaaac tttctaacag atgaacaatt cactataggc 
tgggatgcaa tggaagaaaa ggaatctgta tgtactctca gtaaatggat tgaagtcccg 
gaagcagttc gtgtttcgta caaaaacagt taccactttt cacttaaaga tatgactatg 
acgttctcgt ccggaaaaca accttttaac atcagcaggc ttcatttggc tgaatgcgtt 
cctaccatag cttcggaggc catagatggc atctttgcca gaaagtatag ttcgactcat 
gtccgttctg gggacatcga atactatctc ggtagtggcg gatttctgat cgcatttcag 
aaactcatga gccatggctt ggctgaaatg tacctagaag aggcacaaag acaaaatcat 
ctcccgagag ggagagagcg tcgccaaggc gacctctaca aatgtggtat ggctgattat 
gatcatgaac agactgtgag gactgagggg cctgaaatga gccttgggac tgtgaatcgg 
ccaataaggc ctatttactc atcgcattag 
<210> 23 
<211> 30 
<212> DNA 
<213> Artificial 
<220> 

<223> Synthetic 
<400> 23 

cggtacctta ttggcgacgc tctctccctc 

<210> 24 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 
<400> 24 

ggggaagtct tccggttaag ggac 

<210> 25 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 
<400> 25 

cataccacat ttgtagaggt cctattggcg 

<210> 26 

<211> 30 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic 
<400> 26 

cgagagggag agagcgtcgc caataggacc 

<210> 27 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 
<400> 27 

tagcggcacg gaaacagata gaga 



